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Key
Ligand bond

Non-ligand bond

3.0 Hydrogen bond and its length

His 53 Non-ligand residues involved in hydrophobic
contact(s)

Corresponding atoms involved in hydrophobic contact(s)
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Phe 446(A)

Phe 529(A)

Phe 196(A)

Met 332(A)

Met 405(A)

Adx 1

Adx 2

Arg 199(A)

Arg 437(A)

Arg 292(A)

Ile 477(A)

Val 333(A)

Gly 291(A)

His 206(A)

Arg 451(A)

His 294(A)

Gln 197(A)

Asn 200(A)

Asp 434(A)

Thr 198(A)

Thr 530(A)

Ala 295(A)

Ala 478(A)

Gly 528(A)


